Advancing European
Aquaculture by Genome
Functional Annotation
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AQUA-FAANG is a 4-year EU-funded project that will generate
genome-wide functional annotation maps for the six commercially
most important fish species within European aquaculture and
exploit their contribution to variation in traits of commercial
relevance, focusing on improved resistance to disease.
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The AQUA-FAANG project has received funding from the European Union’s Horizon 2020 research and
innovation program under Grant Agreement No 817923. This publication reflects the views only of the
author, and the European Union cannot be held responsible for any use which maybe made of the
information contained therein.




